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Effects of Foods on Growth of Young Sea Horses ( Hippocampus)

WEI Xiang-dong, YE Chang-ming, CHEN Dong -hong
(School of Life Sciences, Sun Yat-sen University, Guangzhou 510275, China)

Abstract: Abstract: Under intensive conditions, young sea horses are inclined to some foods, and different foods have
great effects on their giowth and suwival. Young sea horses at different growth phases swallow different foods. Along with
their giowth, volumes of food omanisms of sea horses become bigger and bigger. According to the detection frequency and
viclual rate in stomachs young sea horse, the most favorite foods of natal sea horses are rotifer and single cellular algae,
then are cladocera, copoda. When young sea horses are feed with the later, they grow much faster. The relation between
growth rate and the victual rate of the two kinds of foods can be expressed as:

y = 8.9343In x— 18.6628 r = 0.9021, ro.c = 0.8780, r=> raos
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Cloning and Characterization of Insecticidal Toxin Genes
from Xenorhabdus nematophilus BP

i Longl, QIULi-hongl, FANG Yuan ‘yuanl, PANGYi', LI Guoxun’
(1.State Key Laboratory for Biocontwl //School of Life Sceinces,
Sun Yat-sen University, Guangzhou 510275, China;
2. College of Plant Protection, Agriculture University of Hebei, Baoding 071001, China)

Abstract: A cosmid library of Xenorhabdus nematophilus BP, the symbiotic bacteria of entomopathogenic nematode
(EN) Steinanema aupocapsae, was constructed and two clones of the resulting library, cos76 and cos83 were found
possess strong and moderate oral toxicity agairst neonate of cotton ball worm Helicoverpa armigera, respectively. To
identify the toxin genes presented in these two clones, seven pairs of primers were designed based on the published
sequences and used for PCR amplification with both clones. All seven pairs of primers yielded products from ©s83 while
only five did from cos76. All PCR products were sequenced. The results showed that each sequence of the five PCR
pwoducts obtained from cos76 was identical with that from cos83, indicating that the toxin genes in cos76 were part of
those in cos83. The BIAST results showed that the amino acid sequences deduced from seven PCR products from s83
had mean homology of 95% and 65% with those fiom insecticidal toxin genes of X. nematophilus PMF1296 and P.
luminescens W14, respectively. The results indicate that toxin produced by cos83 is a member of the oral toxin family of
EN symbiotic bacteria but it differ substantially from other members of the family therefore worthy of further investigation.
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